Source and Description of Primers. We previously identified a SacI polymorphism by using a pig VCAM1 cDNA probe on Southern blots (VCAM1-1; Helm et al., 1994) . This polymorphism was not informative enough to map VCAM1. To develop PCR-based genotyping, we sequenced the 3′ untranslated region of pig VCAM1. Subsequently, a pig VCAM1 cDNA was deposited in Genbank; our data agree completely with that reported by Tsang et al. (Accession: U08351). The PCR primers were designed (forward, 5′-TATCAGCCCTCCATAGTCACAT 3′ and reverse, 5′-GAAATTGTTGTCCATGACCTTTAT 3′).
Method of Detection.
The primers were used to PCR amplify a 193-bp segment (25 mL reactions, 1.5 mM MgCl 2 , .5 pmol of primer) under the following program: 95°C 4 min; 5 cycles of 94°C 1 min, 48°C 1 min, and 72°C 1 min; then 35 cycles of 90°C 1 min, 48°C 1 min, and 72°C 1 min; and a final 72°C 5-min incubation. The PCR fragments were sequenced to confirm VCAM1 was amplified.
Description of Polymorphism. Three VCAM1 alleles were identified based on double strand conformation polymorphisms (DSCP) and heteroduplex analysis of PCR products (see Figure 1) .
Inheritance Pattern. Chromosomal Location. The VCAM1 was mapped to chromosome 4 with two-point LOD scores ranging from 3.11 to 13.73 for several SSC4 markers. The best multipoint map indicates the gene order (cM distance) for these loci is S0073-(9)-S0214-(14)-TSHB-(9)-S0067-(11)-VCAM1-(11)-S0161.
Comments. The VCAM1 locus maps in humans to
HSA1p3.1−3.2 (Cybulski et al., 1991) , between two conserved syntenic groups found on SSC4 and SSC6. Our new result places VCAM1 within the syntenic group on SSC4.
